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Fopp e 4 A T ARBEY T «am%@ 4 £ % AP+ (B)w (C)F (D)rep o
- NG FEEAHS MG 0 £ A2 7 2 (A)IATP+INADH (B)2ATP (C)2ATP+2NADH (D)LATP -
T 7| e fE A T LR EAaE? (A) P BR (methanol) (B) = #r gk % (dithiothreitol) (C)#rfk -+ = fis 4 (sodium dodecyl sulfate)
(D) /j. % (urea) °
T AR ek fpH 13 145 BIP 008§ 5 BpKam? (A) X [ 4 fipie (B)H vefic (C)X ikfic (D)fsrept o
i L i (Camnitine) shast L 7 (A)iL #4220 & 8 014G plah by LB | )t L lme (B)F i A0 A B0 14
Ak APy h R e A (C) & d A ps it iRk F i (D) AP 97pk & = 917 g & o 7l -
7B AR 2k ATk (ureacycle) - T A Aoit e f 45 SE2(A)RZ TR AL T e T R BT Y A 3 R F (B)RE Ak
arrRE Y e (C)2 § MR AI TR AT F BTG R - D) TR § A BEEE chitr g AEATP
T fArRART S5d - § 14§ & = pFr(NO synthase) it A2 4 — F it % (nitric oxide)? (A)#=ps (B)x ™ % fipi= (C)#
i (D) -
3 B Michaelis- Menten #eit o TR G Y (A)FEF F B F S Vmaxeh—- X EFKmE 2 ek R (B)KmAg | & 1 pE
FfeR T e 4 g = (C)Isoenzymemh Fip ke > &Kmy — 2 4ple (D)Km§ iR & @ 2% o
REZAG J‘F{ T W% % ? (A)#-acetic acid4e » 7 sodium acetatez_ ;3 ;% (B) 2 Nap;HPO4f-KH PO, % ;% (C) 2 NH4Clir
NaHCO3z=7% ;% (D)#-CO2%2 » 2 NaHCO32 73 % o
TA g B R E R ¢ & RAEHEH AT 4 (gluconeogenesis) @ 4% fE iF # (glycolysis)? (A)Fructose-2,6-bisphosphate
(B)AMP (C)ADP (D)Citrate °
3 B complementary DNA(CDNA) iszit » ™= 71w ‘ﬁ L F2 (A)- %RNAZ ¥ - & B 558 ciDNAE & chiE i 4 (B)- %
RNAZ 5 - 22 8 5 48 cRNAE = ﬁv%ﬂk.ﬁéﬁ (C)- EERNASG F #4451 * {525 = e DNA (D)- &< RNAS TR it it #
fe A5 = endk ik L DNA -
TR AR RFRAERY §F L2 F & ¥ 2 2NADZE R § M ? (A)malate dehydrogenase (B)a-ketoglutarate
dehydrogenase complex (C)succinate dehydrogenase (D)isocitrate dehydrogenase -
e ik (cell cycle) ehig 708 & 5 #? (A)G1—-G2—S—M (B)S—>G1—-G2—M (C)G1-M—G2—-S (D)G1->S—G2—M -
5-4 Fiee_(5-fluorouracil, 5-FUra) £5-% 2 § 4 7k H (5-fluorodeoxyuridine, 5-FdUrd ) &3 io iy & 47 cha = 80 2 $r
FIT - AR R 2 (A) PolEYH LR R pF (ribonucleotide reductase ) (B) 471 £ #f% (topoisomerase) (C) = & ¥ pk
% fF (dihydrofolate reductase) (D) *j Eﬁquﬁv@é H Ak & = s (thymidylate synthase ) -
Lfmg RS Wik BT3RS (AF AT (BykAS (Cmd 2C(D)COQ-

G A w Y o d T B B PA TR (pentose phosphate pathway ) #7242 cANADPH » 7 rd 3% i o o 3 707 2 00 (28]
(A)”q SR g 14 (B)F it g% w4 X (glutathione) 2. &R (C)¥ lLE}&}ﬁ’x iv it (D)'=fpes it o

I B PERRpL T 32/ (the pentose phosphate pathway ) i & x5t £_ 1 (A)fedfz it * (glycolysis) — k3% &it £ 02 &
28R T (B)4E &7 A pEf-NADPH(C)# T A pEfeATP (D)4 sk e erp % & = pEag -
F - giph v (Oxidative phosphorylation) i & ¥ 4 3t @ (A)km#2 % (Nuclei) (B) 4% %-(Cell membrane) (C)+* #& %8 (Ribosome)
(D)4 %8 (Mitochondria) -
B 2 A 4rend 2 £F 0 B LA § T ks Fooga s ip2(AF § T ks TB)F L 2 ks 7 (C)o7 =
K(D)s5 § i -
™ 713 B hemoglobin F (HbF ) st e ﬁﬂ FE? (AHDbFZ 5 &~ 3 cfr+ #HbAR (B)HbF#t3 ~ + chig &5 2
=% (cooperativity) (C)HbF¥42,3-BPG:#4r 4 #HbA3: (D)HbFE_d 4% ¢ -chain globin# ke & o
FE ORGP R FE R BEE 6 5 (A) phenylalanine % % tdcyrosine (B) phenylalaninez x4z (C) phenylalanine
Z_gg vei® * (D) phenylalaninez_ 2¢ it i % o
s ® FH B e iz 2 (A)f H 3F5c (simple diffusion) (B) Rag 434 (facilitated diffusion) (C)4~ ‘&
B i3] ﬁi; (primary active transport) (D)=t & i #:i& ﬁi; ('secondary active transport) -
%—DNAﬁﬂiﬁ B L4 S MRNAGE AR A 5 ¢ (A)replication (B)transcription (C)translation (D)transformation -
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T ie f EORARLE T RiTr e 2 M4 %2 (A)cobalamin (B)folate (C)biotin (D)pyridoxal phosphate -

Bodr Rz veflphd & AP BE R P (AR B BAS (B)- F CRRIFREE DY BA S (C)F M
fhst o pipd pv A (D) N MERRPLIE AT -

THIR- BAICE R A mE %frpx i 7 e? (A) % %‘ri £ & iEr (B)¥y a;‘;ﬁ;B_g vit® (C)pEfzir* (D)MFpE L & o

+ B 2 PR RS B-F VIR 218 “ff 7 ¢ A2 Acetyl-CoA > iR ¢ 2 4 T 5| i #&2 4 ?(A)Malonyl-CoA (B)Formic acid
(C)Succinyl-CoA (D)Propionyl-CoA -

R v 2 & A iEAR Y “riE (7 eohydroxylationdh B F & R Y ® % 2?2 (A)r a4+ (B) L 4rde (C)a2 2C (D)2
K

T 7| fr # 4 Xanthine 5 xanthine oxidase * & ¢ 14 4 ? (A)Uric acid+OH (B)Uric acid+0O; (C)Urea+ROO  (D)Urea+
H20, -

VEPE S S AR g I T AR 17 5 % F? (A)UTP-Glucose (B)UMP-Glucose  (C)UDP-Glucose (D)UPP-Glucose -
>
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ST £ (5405 4) 20%

1. Coenzyme

2. Serotonin

3. Pyruvate dehydrogenase

4. Ketone bodies

= BB 20%

1. 3-4citt protein denaturation 7% it 1% £ & 12.2(10%)

2.4 A M L83 4 By~ Bips2 folate B > § i 7 REvRpE S HE LA BRE b L ARG g 0 B AR M 2 2 1 R
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A F Condk g ?

B TR AR
BTy 4 F 2% ?
z_ vitamin A i #® &~ 3358 7 (A) al-trans retinal - (B)11-cis retinal - (C) 11-cis retinol
Bkiat 2?2 (A) 22 A B) 242D (C)a22E (Da2%2K
geribt blie® 2 (A) s A Fock B)AA WS (OF s € (D)asFiE

05 i W

(A)Trp (B)Lys (C)Trp (D) Met

(B) A 4% & v fh ik chait &

(A) Glu (B) Tyr

AT

(C)GIn (D)Lys
(O# £ 9kecallg (D)7 443 1+ % » %

(A)Hemolytic anemia (B)Scurvy (C) Osteomalacia (D) Night blind

VLR Flak L R ARE R 0 e ERETHETATE D
(D)Glucokinas

THVR- FEg kv 2 B R &R ?(A)HDL (B)LDL (C)VLDL (D)chylomicron

(A)Céellulose (B)Pectin (C)Mucin (D) Gum
(A) Fe (B) Protein

(C) Fat (D) Carbohydrates

RS HBESH

13R2E

(D) dll-trans retinol

(A) Catalase (B)HMG-CoA reductase (C) Glucose-6-phosphatase

R R A A RN BHLE 2 (A) RS T (B)as (Ot % (D)pES
FAET P RTE N ady A (A)S (B)s (C)é4n (D)s#
s A Rl i
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WEEBLBI FRT &
(B)** (COK % D)y it
NEAED SWFEPER G ARE S
LSRR SRR LS S
TEF 45 Thermic effect of food » = 7 e 4 &
(C)fat “TEF &% &

(A)ra 5

T+ Fr ?

(B)p =

c HoY B aAFEMp R

(A)carbohydrate TEF & & %

(D)carbohydrate ~ protein ~ fat < TEF E- %

(D)2 %

2% Bif £2(A)8~10 (B)12~14 (C)16~20 (D)22~25
(C)3v

50 LA 9 (A) & 4 4650 A (B) 4 4 3+0.852 4 (C)F 4 405204 (D)F 2 £ 3+0.95

f# 52 T (Homeostasis) it /& 2 (A) T4

(B) protein #TEF & # 3

(B) 71

T 7|3 M #A B (Basal Metabolic Rate » BMR) ehgcit » w47 1422 (A) H4 & 4f + ¥BMR .3
BMR § 4+ (C) ¥ #7% 24 BMR #3% (D)% ‘&pBMR 3

FERTE 2§ L TR cho § @57t (RQE) 2552 (Al (B)0.85 (C)0.7 (D)0.65
X ERBRE R
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1. Nutrigenomics
2. Limiting amino acid

3. Pernicious anemia

4. Glycogen loading (glycogen supercompensation)

=~ B8 (40%)
bak g ? (15%)
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3. F#f LDL &= "2 B A chdp B |4 ,T*u—’f—' B S o (159%)
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