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10.

11.

12.

HEOE— - - RS TSRt - NI —(EFEER? (A)RERKSE (peptides bond) <& ## (hydrogen bond)  (B)#EE+

#(ionic bond) <Hi:fA#(peptides bond)  (C)FEAL # (peptides bond) >§i 7K§# (hydrophobic bond) (D)% (hydrogen bond)>

Fi7Kg# (hydrophobic bond)

IHA—(ERE A R 2 R R MR AL 7 (A) B G E (leucine)  (B)RER% & (Iysine)  (C)H A% (glycine)  (D)ZAH%Hz(glutamic

acid)

THAL—{E A 72 s e B (U 2 AR Y AR ) B 2 (A) 2% 2 (dopamine)  (B) & _F Hi 2= (epinephrine)  (C)IEE EREZE
(norepinephrine) (D)If1J& 2 (serotonin)

H—{EERK Phe-Glu-Ser-Met 11 pH=1 {Y/A/RIRERF A HE R Ff] 2 (A)+1 (B)RiFER (C)-1 (D)-2

A-B-C=f@EEQY » H45F& % 68000 - 30000 100000 » #5317 Sephadex G-50 R4 &4 (gel filtration) » &K Hy g

AR Y B E SRR R 2 (AABC  (B)BCA  (C)CAB  (D)CBA

HEE SRR E L EBASE /K (SDS-PAGE) - MR A& &R ? (A)IIA SDS (- _fisdh) AIfEEHEEFEE (B)

AAEEHEZEER COEHErFEAR  BEERaEe O)AEEnEZ T T&

HRAIE L EE(isozyme) T FIHEl 2 TEE ? (A)[ED)EE —BHERHVAERE - fLMH[ERY S E - ESEBAERERE  (B)FEZEEZ &

BRI 4EERHAREAMEE  (C)FEZINEX IS EI#EE—F  (D)EDHEG SEE N FEHES

NHUHERG(lipids) - {rT# A 2RI ML &7 (amphipathic) ? (A)AEHGEZ (fatty acids)  (B) =B&H JHifis(triacylglycerols)  (C)ik
E(phospholipids) (D)[&IfE (seroids) e

NHIBA S SRR AR AT $E R 2 (A)AHREIRE L aHEE A A RERIE & S92 S s BE AR B (fluidity) [ (B)BEREE

HYEE B AV SS (b i RN e AIRE AR (C)AHHE R 2 e e Wk e S — L8 25 1B F TS ey A H gy R i

(asymmetric structure) (D)4HAEAE &7 iE[E S (cholesterol)

YIRS 5L 52 fje Bt ) (anomers) 7 (A)D-#g & i (D-glucose) B2 D-SRi#(D-fructose)  (B)D-=FFLff(D-galactose) £ D-
#] %] 1% (D-glucose)  (C)D- #j % 1% (D-glucose) Bl D-H F ## (D-mannose)  (D)-D- &j % #f (-D-glucose) & -D- #j &j 1
(-D-glucose)

FA 5% 2 (chitin) FY R 3G 2 A0 — [EME S IV R E 2 &9 7 (A)-D- g &5 i 2 (-D-glucosamine)  (B)N- 2 - -D-faj &t H&
(N-acetyl- -D-glucosamine) (C)-D-#j&##z(-D-glucosamine) (D)N-ZfifE- -D-%j%&HEHz (N-acetyl- -D-glucosamine)

NEUA—{E4H & 2 mEAE(E FH (glycolysis) £ ATP HYRZFE 7 (1) H HlE-3-6¢% (glyceraldehyde-3-phosphate)  (2)1,3 #Emk %
HomEE (1,3-bisphosphoglycerate)  (3)3-f# % H % (3-phospholycerate)  (4)%% % #7575 i fi% (phosphoenolpyruvate) - (A)
DR B)2AB) (C)(2)4) (D) B)4)

<FHEEEEHE>
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30.

NHIEREE R AEER (Cori cycle) Z Foui fa] & TERE ? (A)FLIE (lactate) KL ik FH AT EE 25 Z HLA4HRE  (B)lactate 4% (i Hi At
A E R (C)EEEZCEH (glycolysis)HYE o3 1 fT 1T » ik 4= 7E FH (gluconeogenesi)s Hir7EAILAATAREST (D)
HCWEfEE F (glycolysis) Y ER o (L AAHRE T » T ke B H 4= F FH (gluconeogenesis) & 43 1E AT B T

TFIaE R 2 glucose-6P HY{H [ ATRERT A id 2 (A)BiiE FLIREE(CHTARTE (PPP)  (B)ZEE& 7GR (glyoxylate cycle) (C)fE
fige{F A (glycolysis)  (D)iE #r4E{F H (Gluconeogenesis)

AU — (R RS B ER FR % TPP (thiamine pyrophosphate) {E fy 8 2 (A)#E[ES (transketolase)  (B) P Bz 34
(pyruvate kinase) (C)&j%&jE 6-t3fZ N (glucose 6-phosphatase) (D) G SLf# & (phosphofructokinase)

i LB (U AR TS ARG A& 863 ? (A)EEZE ribose-5-phosphate FJFZKE R DNA - (B)jE4: ribose-5-phosphate =] A

RERHEIE: (C)E4: NADPH nfHIZR&RAERE:  (D)EE NADPH ] FIZRAERFALIMEKTRE

7 I8 P A5 I 10 B S o 25 S IR 2R BRI BN R ME AR - R A1 S BE AR 2 (A)- B X B AR SUBB 8 & AG (o-ketoglutarate

dehydrognase complex) 1 3& ¥l @ i A (succinyl-CoA) ~ NADH fr & bk (B) B 15 18 & ¢ i (citrate synthase) FH

succinyl-CoA ~ NADH Fflllfi]  (C)ZiEixiai @lifi(isocitrate dehydrogenase)ii ADP Fridi{t  (D)PNEREZAR @€ S A
(pyruvate dehydrogenase complex)d1 AMP ~ NAD 'Fii7iE{E » NADH & acetyl-CoA Al

THIAE e 2 (1) ZEE 21 (acetoacetic acid)  (2) PN [ (acetone)  (3)-£%E: T E% (-hydroxybutyric acid)  (4) PN i %
(pyruvate)  (5)AE&(propionic aid)  (A)(1)(2)(3) (B)(2)R)(4) (C)(3)(4)(5) (D)1)(AEA)

HEARER M- EAEIER - YRR 2 (A) LSRN E 1T (B)SEBERE P REE Al (carnitine) 281 (C)AREA(L

arEhRAIAERGE: (D) A ZE4: NADPH

NS EA R AT LAY ERES - S A i S e B A SRR IR 7 (A)vitamin By (B)vitamin B, (C)iit gtk
(D)vitamin Bg

IHIA B PR Z IR 2 BOIL & A IEHE 7 (AEBRZ VYIRS BAAE R T (B) PR ZRVEER S E B A1 AT e B e iz

fRge5ERl  (C)H#E AR Z1GER S FERY carbamoyl phosphate /& Fhfiz 45§ >~ carbamoyl phosphate synthetase | FiifE{ (D)

RZ E2 N 53 BIAYE-E carbamoyl phosphate 7 aspartate

FF polymerase chain reaction (PCR ) #&%4 DNA » ZH&% 3 = (HE @0 R - HA £ © (A)annealing (3#%#)—denaturation
884 )—>extention (ZE{:) (B)denaturation—extention—annealing (C)denaturation—annealing—extention (D)extention
—annealing—denaturation

Okazaki fragment (Okazaki 5 B ) /2 AR THSEER S HER 2 (A)RNA ZKf#  (B)RNA 182, (C)DNA 7Kz (D)DNA ##4
EEERE DNA T E pH MIEL RIfEE LA E &84 7 (A)UV 260 nm IROEEREAN  (B)1E Ein AR T bk R B &
S TET  (C)YSERAEIERBE (D) ElmEs b S s

L1 DNA 3] Rt & alk mRNA 2382 FE /& ¢ (A)translation  (B)transcription  (C)transformation  (D)transfection

—& L& (Nitric oxide » NO)Z NI — (R EBL I ZEY) 7 (A) AR (alanine)  (B) KP4 (aspartate)  (C) K[
ZJiifz (asparagine)  (D)FEHzE% (arginine)

LGNS A (acetyl CoA) &RlAsHIERIARTEH - (i1 Ry <2 SRR IR E S ER ? (A)HERIBE G HCES (fatty acid synthase)
(B)\#%EE ACP #Z 5 S (enoyl ACP reductase) (C)pN _fif#ififig A- ACP iE#f4 [ (malonyl CoA-ACP transferase) (D) 2
1% (L1 (acetyl CoA carboxylase)

THIARAKZIEER (urea cycle) Z Rl - (a7 IEHE ? (A)TEHFR 2 (ureotelic) 1A= N HFBeAlift T T (B)PRZTEEREC

JE B AERT Bt R &R aG thoe sl (C)#E AR =GR S e e Itk i% (carbamoyl phosphate) i FH A a5 = Fee B g bgli e
& ki (carbamoyl phosphate synthetase )Tk (D)FRZE_EZ N 73 515 i FH BRI 5o K2 i

#—457FHJ NADH ;. FADH, 488 {FiEs##E T 2R L rl o hlE4 3 701 k& 2 73+ ATP » RITERSAHRE — A miEse 2
FALFIEEZ /D1 ATP 2 (A)30 (B)32 (C)36 (D)38

A — {8 e B By A e [m Z£ B R ] (Ketogenesis) 2 (A) S H Rzl (isoleucine)  (B)tafizfik (tryptophan)  (C)Hi
(proline) (D)HF#f& (leucine) »



EETEHS MOEEEE | SRR AL RS SR

= fRREALE : 20% (9RE 5 4y BREE TROBRFE)

1. ZFEEEL (Isoelectric pH)

2. i[5 (zymogen)

3. F'BEEXuEEE L (substrate-level phosphorylation)

4. ByE11&IE (promoter)

= - HEE © 20% (& 10 77 - FREE TZEAREE)

1 A RRELZEEMEY) - #T Lineweaver-Burk Z B EE /3477 - BILIZE R I8 (1/S,) B FE IR EH(1/V1)
TR > 0 AR &t DL 2 B R (R B (17 S) B A2 e 2R BB (L V) TR [ (A0l —) » 3R AN U A B 2 A R I )6
ELARACHY X i > 55 A — RERFR A IR AE 2 1T LA B i A — R B AR 2l H SR I R s EE Y -

0.30 (1) |—030
0.25 —0.25
N @) |~ Y
5 0.20 -0.20 g
= Y - 2
& 015 -0.15 £
S = S
~ 0.10 —0.10 =
0.05 —0.05
0.00 r —_—— 0.00

(1&—)

2. FEWLAHRY - BIRLIIE - METFSE - AR ~ FTEARER REEREOA S 8RS R  FTHEE S AR 2 2] -
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A E AR R AT (A)SRe:  (BBEE A (C)REE (D) E

AL UVaeo 2 £MIE MYIIE2(A)DNA 4% (B)EEH'ERE  (C)DNA ZG RNAJRE  (D)PL L&

T R SR T R (A) R T EER A (BYILDTERDE  (C)FETE&%0E (D)A+B

PCR A LI EE?(A)5% DNA Z€8#  (B)fif DNA 7 ERiie85  (C)f DNA | i HiE R (D)M EEZE

B F R RWER2(A)ERNENHEL  B)EHEEEGNIRELLK S  (C)lmirth EH &R 20%

(D)A+C

REJHF %/ VAR NEEAGH? (A)30 (BEAR  (B)20 (E{#AN  (C)10 HE#EAN (D)2 EEAR

IR LY SRR A SRR ?(A)PAGE 12EG  (B)unfM AR (C)@IskbiAs  (D)Coomassie Blue Hy sl

A EEE A A DNA I TH ZE AT S RERY SR (A)Boty mT5EME: (B)RFLP 7348 (C)fmmiy)54:  (D)EEIksEa
B A AR L VB AT ISk i 8 1 (GFP) ARE IR B — AR (A)HE - (B)/KEE  (C4HE (D) Kk

YT RE A A TR NS EAE I (AVE R (B)REREER: (C)Ti'ERe (D) A THE CAE

AR ARV R E Rt seny £ B (A MR RS  B)HE AT avAREER D - AR ER

OHESAEEREN » a[FREHHENAY) (D)A+B

A{af 1 DNA FERR HAAERA4G T2 (A)DNA A £ (B)DNA #75 Bl - DIERREY 200 bp A/ (C)DNA #HE5 5 FHEE

& D)L EEZ

THMEEIE Bt R AVEHE?(A) I HEREREE e I E Ry (B)Bt R/ NUMAFYIME A AE (C)It

FRAENCEHENTEEEEEYT (D) ERERY 5 2R A AR/ Nk ~ 89 H 89424

TR RAREIEE YR E A (A)IRINME  (B)FRREEEA R E R 2 7= (C)2RkE NIRRT

SHEEAR IR G T  (D)FEOHEEARGEEEARNFEE &2 %N

Ryl TR ZE &L cONA A5 EAZ4HAEHY DNA?(A)CDNA 18 ARSI S A Bl BRRE 2K (B)cDNA 4l & intron

FiE  (C)cDNA ZEHHLIPRE  (D)cDNA ELE A S Al s ok

NEIMEI R BT A 1] A SRR MNIE DNA | ER2(A)BRRER A TH4 086 YAC  (B)dHE A THvEEE BAC (C)AEE RS

plasmid (D)ZL#E 48 cosmid

A B A RERIVFF (A ERZIRIPE  (BYER I UEIIFEENHEREIN CORZHAILIEFEE (D)EEH

HHEEEH

Genentech A=Y)H¢ /A BRI T3 —(E S ABHRVEESH DNA ZY) » 4T 1982 FIES L | mA SR it e - %

Eme MTEA)ERER GV ABAERNE C)fedlmPkdintnizx OISR

AR AR T B AR S SR 72 B2 7 B ] ? (AR U PRI AASE T — i =0 ([HAIEE RN E  (B)AHARE T e

g s e - 4HREBSEEEIMES e (CAIREE T & EEEE X - ARt~ g5 i (D)B+C

<FHEEEEHE>
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20. AR A S R B — BRI LRE B (AR (BYER(ER  (C)EMiRSH (xenotransplantation)
(D) P

— ~ MR : 40% (BRE 10 53 - B E TEHRIEE)

1. =RBAEERRP TS (monoclonal antibodies) EAZZFkHEE (polyclonal antibodies) & {r] 7 52? (10%)

2. EEAEEA T F2(Genetic engineering) Bl KL K] &% (gene therapy) Y75 5? (10%)

3. R UMER/KELYRMHVESZNE: - (10%)

4.  :REAAFEMEREEL(Reproductive Cloning) B g #E %l (Therapeutic Cloning) & {a] 722 £? (10%)
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