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D ATP E NADH/NAD"
Tay-Sachs A dedls B triacylgycerols C  aminoacids D gangliosdes E nucleotides
pentose phosphate A citric acid cycle B C
NADH D NADPH pentose E glycalyss
1 pyruvate pyruvate dehydrogenase citric acid cycle - CO2 - NADH
FADH> L ATP GTP A 3221 B 2321 C 3410 D 2421 E 3411
N-acetylneuraminic acid siaic acid A gangliosideGM2 B cardiolipin C sphingomyelin D
ceramide E phosphatidylinostol
Michadis-Menten kinetics
Vo Substrate
mmol/min mmol/L
117 04
225 2
333
388 8
664 900
Km A 1lmM B 900mM C 2mM D 4mM E 6mM
amphipathic compound  (g)lecithin (b)cephdin (f)sphingomydins (k)triacylglycerol
. (citric acid cycle) FAD (cofactor) (@)isocitrate dehydrogenase (b)a -ketoglutarate
dehydrogenase (f)succinate dehygrogenase (k) malate dehydrogenase
. (glyoxylate cycle) glyoxylate (malate) (@maonyl CoA (b)
acetyl CoA (f)succinyl CoA (K)propionyl CoA
10. E. coli DNA polymerase 5 - 3exonuclease  (Q)DNA polymerase  (b)DNA polymerase  (f)DNA polymerase
(k) DNA polymerase &
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Klenow fragment



1. urea uric acid 10%

2. 15%
a gluconeogeness
b. lipolyds
C. ketogenesis
3. lipoproteins 10%
4. 1z )
a. trypsn
b. phenylisothiocyanate

c. 6N HCI

d. B -mercaptoehancl

5, HO0 CO, 30ATP 2ATP (8 )

6. © )

a Serotonin

b. Epinephrine

C. Higamine

7. (glycogen) @4 )



