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Table 1 Different concentration of molasses showing the
zone of growth inhibition of Streptococcus spp. by
isolated BO074 and B0105 strains

Strains Media ® Inhibition zone (cm)
B0074 2% molasses 1.4
B0074 10% molasses 1.3
B0105 2% molasses 1.35
B0105 10% molasses 1.3

a: Medium containing 0.4% yeast extract

Fig.1 Size of the 16S rDNA sequences
from isolated B0O074 and B0105 strains
Lane a: 100bp DNA ladder MW
Lane b:B0074 ; Lane C:B0105 -



Fig.2 A profile of SDS-PAGE of isolated BO074 strains in
different media Lane a: Ultra-low Range Molecular Weight
Marker Laneb BO0074 MRS broth LaneC
B0074(50%molasses)

Fig.4 SDS —PAGE gel half, showing the zone of growth
inhibition of Streptococcus sobrinus by isolated B0074
strains



