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1.High speed refrigerated centrifuges:
Jouan BR4i & Hitachi CR22G

2.Ultra filtration concentrating systems

3.Spectrophotometer

4.1soelectric focusing system (Bio-Rad
Mini 2-D electrophoresis Cell)

5.Refrigerator

6.Light microscope

7.Polyacrylamide gel electrophoresis
(Bio-Rad Mini-Protean 3)

8.Image-Scanner(APB)

9.Digital Camera (Nikon 3400)
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Fig.1. Comparative pattern of a healthy
sample treated by 50% or 75% acetone
precipitation and ultrafiltering
concentration, respectively. (left to right)
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Normal 1 15.6
Normal 2 9.3
Abnormal 1 127.3
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Fig. 2. Standard curve of Bradford method
for protein estimation.
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Fig 3A. 2D electrophoretic pattern of
urinary proteins by capillary gel IEFE.



Fig. 3B. 2D Ictrophorec pattern of
urinary proteins by Bio-Rad IPG strip IEFE.
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