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1. 1B4e 20 i g c48 o7 954 arachidic acid % > § 1 & = § L g &7k K & & 3 arachidicacid ¥ 22 % > & ATP? (A) 108
(B) 122 (C)134 (D) 136 -

2. % FEE T B LR (active site)#h % M (substrate) (b & - o G FEE G- BH DR R TEES AL DD 5 (A)
turnover number (B) dissociation constant (C) Michaelis constant (D) maximum velocity

3. 3 #&¢ F ik fh (nonessential amino acids) 7 (A) * % F-9 Felé A (B) ¥ AEAMEwmEY £ (C) TR TP
i BB (D) £ A A RPN &

4. T AR F 5 & % pi(heteropolysaccharides) ? (A) chitin (B) cellulose (C) amylopectin (D) hyaluronate

5. R FLHBRS P oA FE (A) AT RARES B) ATE AR (C) Bt FS F (D) AL E

6. - B45H 5 pTAGCCAA 7 DNA v {4 7] » (A) &8 333 5 3 — & phosphate group (B) &# 3':4 55 - & T(C) &H
3’#4 £ % — i hydroxyl group (D) £ 7 ~ i phosphate groups

7. T 3| 4kik xa—gz B Sk % 5 kgl F1?7(A) % 7 £ 7 LDLs (B) LDL receptors # & ~ £ & > s # i & 4 (C) o F"EF]
it 7 ¥ 4246 300 mg/dl (D) % 7 # »HDLs
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8. T VRiBAEE 2 T RUEMEEL #£ /2 (pentose phosphate pathway) ? (A) pyruvate dehydrogenase (B) glucose 6-phosphate
dehydrogenase (C) glycogen phosphorylase (D) pyruvate kinase °

9. %£4& § i¥* (transamination) 4 fi* &_ (A) biotin (B) pyridoxal phosphate (C) tetrahydrofolate (D) thiamine pyrophosphate

10.4% %8 % (Cellulose) #_d Glucose ¥ 48 1 e fE % 4 & = & £ # ° (A) a-1,4 glycosidic bond (B) a-1,6 glycosidic bond (C)
B-1,4 glycosidic bond (D) B-1,6 glycosidic bond (E) a-1,2 glycosidic bond

1.7 Py FiE s i (Lipidperoxidation);!‘r’zﬁ' PR SV (A) WF PR FS RO H L 2T Fx7%z2- (B) #
7Fpd A2 - Td ROOH @ & (C) "k @g> % ¢ » &2 ") pre % (D) * A4 i“ &5 Vitamin C ~
a-tocopherol & (E) 2} 35 38 dcif ' & Fx

12.7 7 e vk pazb e ¥ A B39 B2 = A 1 (A)Arginine (B) Methionine (C) Threonine (D) Ornithine (E)
Tryptophan

13.DNA 4 fp¥ » § B A7TDNA g & » T si4cit i % & A
" 355E & (D) 1S53 355 E sy E (E) o

T 73 B DNA. *f#m—éxﬁ fr 4 45 3% 7 (A) 7 i polynucleotide chain # }* 2 ¥ FEU% % (B) f2 k™ > DNA & + 74

7 & 747 (C) & i% polynucleotide * = 4p F = 3 4 (D) DNA S4c# (s UV i £ B ¢ iﬂg ‘v (E)Tm % 7+ L & DNA #
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15.% 7 J&¥ 5 & competitive inhibitor F¥-> 5 B fi¥ % ¥ J& kinetics % i > T 7|78~ B 4zif JE ? (A) Vmax # 4 'Km > (B)
Vmax # > > Km &> (C)Vmax > > Km % % (D) Vmax % % > Km 3+ (E) ¥ 2t

16.7 7| im ¥ i % A HEf#(glycolysis)® 2 #% (% * (gluconeogenesis) ¥ 357 4 3 ? (A) = BH#E Jcfis (hexokinase) (B) 3 fik fik jfis
(pyruvate kinase) (C) 4 % #&-6-#4 & f# (glucose-6-phosphatase) (D) 3-## & + i fiz jkf# (3-phosphoglycerate kinase) (E) 14
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4.

17.7 7|70 B (R g ek B3 b fl? 217 2 (A) T @iisd(electron-transport chain) (B) ~ #&#4f4 4 /2 (pentose
phosphate pathway) (C) = 2 & 55 (TCAcycle) (D) *3 F ¥ * & J(lipid oxidation) (E) 1t % 2t

18.#73) 4 e7"% F it (good cholesterol)dp ih A f&4~ 7 (A) #“ it fick—"% Ffi% (chylomicron-cholesterol) (B) % % /& '3 %
v —*& B fg (HDL-cholesterol) (C) % & 75 3—v —*& Ffiz (LDL-cholesterol) (D) & i< % & 75 v —"& Ffi%
(VLDL-cholesterol) (E) m* &2t
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19047 5 B P& Uk (urea cycle)shfeit » o & F5 7 (A) TR E 77 12 A 2 arginine  (B) £ i AR i i i MU
7 (C) F i bTRimehme g7 (D) A3 h2 B F kp glutamine 2 Fpk

20. 4§ 22 DNA < 3R> 78— 3585 &2 (A)Aform (B)Bform (C)H form (D) Z form
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S RRT A G (20%)
1. oxidative phosphorylation

2. B oxidation

3. Lineweaver-burk equation

4. Recombinant DNA

= e £ AE(10%)
Bt AP B M 2 BB~ 2 JE R

Ao 2o 4 gk
Phenylketonuria (PKU) ( ) A. Tyrosinase
Lactose intolerance ( ) B. Homogentisate 1,2-dioxygenase
Favism ( ) C. Phenylalanine hydroxylase
Albinism ( ) D. Glucose 6-phosphate dehydrogenase
Alkaptonuria ( ) E. Lactase
F. branched-chain a-keto acid dehydrogenase complex
G. HMG-CoA reductase
H. Xanthine oxidase

v~ B 2E(30%)

1. ;—;— fi it T ¥ 1L # Genomics fv Proteomics 2. £ %] ? (10%)

2. @3 s X (Coricycle) ok ? G it # MBI T AP A A RY 34 & h2 i )(10%)
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3. Uit 4 g8 g ),%IE—’_;R /T € 3 i £ o ketone bodies A 4 P F f§ iF fpt 4 1@ g )]%IE‘-L”#\ ;T A5 ketone bodies % T o (10%)
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