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Abstract

Snake presynaptic neurotoxins with
phospholipase A; (PLA;) activity block
nerve terminals in an unknown way.
B-bungarotoxin (B-Bgt), the main presynaptic
phospholipase A; neurotoxin purified from
the venom of Bungarus multicinctus (Taiwan
banded krait), consist of two dissimilar
polypeptide chains, the A chain and B chains,
cross-linked by an interchain disulphide bond.
In order to screen the binding protein of
p-Bet, the B1 cDNA of -Bgt was subcloned
into the yeast shuttle vector pAS2-1. A rat
brain ¢DNA library was screened by
co-transforming yeast strain YRG-2 with
pAS2-1-B1 and rat brain library plasmid.
Fortunately, a protein with its high homology
nucleotide sequences with KChIP3 was
interacted with the B-Bgt B chain by
yeast-two hybrid from rat brain. KChIP,
the Kv channel-interacting protein was
identified and. elucidated that which may
regulate A-type currents, and hence neuronal
excitability, in response to changes in
intracellular calcium.  In view of the
findings of KChIP interact with the B chain
of B-Bgt, it is proposed that the activity in
blocking voltage-gated potassium channel of
B-Bgt which may introduce by these KChIPs,
Furthermore, the interaction of B1 chain and
KChIP3 and the expression of KChIP3 are
now studying.
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