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Cloning of BFP (Blue Fluorescent Protein) Gene from Vibrio vulnificus

Abstract

A plasmid, constructed with pBR322, containing a 2.7 kb DNA fragment was cloned from Vibrio vulnificus gene
library and was used to transform E. coli XL1B. The transformants were optimized for blue fluorescence when excited
by long-wave UV light. The DNA fragment was subjected to restriction endonuclease mapping and was subcloned into
pUC19, then resulted in a higher fluorescence intensity. A tetracycline promoter on pBR322 vector or a lacZ promoter on

pUC19 vector contributes to transcription of this blue fluorescent protein gene (bfp) which has no active promoter.

Key words : Vibrio vulnificus, blue fluorescent protein gene, gene cloning.
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