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Abstract

The obligate marine, biflagellatic

Thraustochytrids are
paratrophic on algal and vascular plant

saprotrophic  or

materials and play the decomposers in
marine foodchain. They also have been

92 #12 % 31 p

isolated from the guts of echinoderms and
from sponges, but the
associations is unknown. However only

nature of

rarely have been observed in nature. Most
of them has come from laboratory studies
of species isolated using pollen grains as
bait in water and sediment samples. This
project is to investigate the protease
activity of pure cultured Thraustocytrids.
The qualitative analysis reveals 7 species
16 strains with the ability to utilize
protein. The quantitative analysis shows
two strains of T. multirudimentale with
the notablest of protease activity. They are
isolated from the sediment in protected
area of Sze-Tsao. This reveals the
substrate is one of the factors that effects
the scattering of Thraustochytrids.

Keywords: Thraustochytrium, protease.
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pH | (R &)F1EE = pH (= #)ip 2 H =
T. roseum 302M-1| 9 (21) 0.260 9 (14) 1.972
4AM03-2 | 9 (21) 0.365 9 (14) 0.755
1C08-7 | 10 | (21) 0515 9 (14) 0.324
T. motivum 1B03-1 | 10 | (21) 0.075 6 (14) 0.076
2B09-1 | 10 | (21) 0.365 9 (14) 0.020

T. globosum 3A02-1 6 (21) 0.785 10 (14) 0.075
T. multirudimentale | 3A02-Sc| 9 (21) 0.490 10 (14) 3.303
T. pachyderma 4A01-1 | 10 (21) 0.430 6 (14) 0.605

(2w ) KHPO R A % - &2 F-d B 1AM 1%

7R 7 th | KRHPO,4(g/L) |3 % * #&|  pH EE
T. motivum 2B03-1 0.5 7 10 0.145
T. aureum 1C08-2 0.5 7 10 0.175
2B08-2 1.5 7 6 0.120
1C09-2 1.5 7 6 0.345
T. roseum 4A09-1 0.5 7 9 0.140
4A09-3 2.0 7 6 0.525

(23 ) 2 RRETFHE ARDRY B R

RS FAHRAEL | B AR K pH HIEE
T. motivum 2B09-1 14 9 2.900
4A03-2 14 9 0.740
T. roseum 1C08-7 14 9 0.324
2B08-3 14 9 0.824
302M-1 14 9 2.009
T. multirudimentale| 2A01-Sa 14 10 5.090
3A02-Sc 14 10 3.303
T. pachyderma 4A01-1 14 6 0.605
T. aggregatum 1B03-2 14 7 1.745




